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Abstract
OBJECTIVES:

Implementation of universal Lynch

 Most decision tools do not incorporate local costs and clinical data from the healthcare system
e & which are important factors in organizational decision-making.

remains suboptimal. We previously
developed decision analytic models to
compare the relative effectiveness,
costs, and efficiency of eight LS

_ cyof eghi LS. * A user-friendly modeling tool, tested and optimized by end-users, allows end-users to input model
screening protocols 1rrom a healthcare . . . " g .
system perspective. The objective of ths variables using their local data and calculate model outputs specific to their local healthcare

study Is to convert the models into a - : :
useriendyy modeling ool and fo assess system to support local decision-making of Lynch syndrome (LS) screening.
local decision-making of LS screening
Implementation in healthcare systems.

METHODS:

We converted the models into an Excel-
based modeling-tool, allowing end-users
to modify model variables and calculate
model outputs specific to their local
healthcare system. We pilot-tested and
refined the tool with potential end-users

X Lynch Syndrome
-

from three healthcare systems. We ' : :
distributed the validated and refined tool COnve rt CRC DlStrlbUte and
to identified end-users in genetic deCiSiOn COndUCt end_
counseling, precision medicine, and : :
pathology across eight healthcare all aly’[IC mOdels user teS“ ng tO - JUC |
systems. We then conducted semi- INnto excel- optimize the decision making
structured interviews with the end-users . . I
on the applications of the tool and how it based generlC generlC (0]0 and program
was used to inform and guide local modeling tools and usability optimization
decision-making.
RESULTS:
We have successfully developed a Direct Germhne
modeling-tool containing an overview, an Sequencing
Input sheet with instructions and O INPUT TABLE FOR SITE-SPECIFIC PROTOCOL(S) Results for Colorectal Cancer Population
AT Overview | General Instructions  + Enter your site-specific values in the input cells (in blue) following parameter-specific instructions. - Protocols
deflnltlons of paramete IS, and a reSUItS IHC « Input *1" below for analysis results based on the general model base-case parameter values. Input "2" for analysis results based on site-specific parameter values. ' -
- O Overview
table with model outcomes. We 1) Enter analysis type (1=General Model Base-Case, 2=Site-Specific). 1 Direct
C()mp|eted O interviews with 15 end- MSI 2) Select if your site performs BRAF, Methylation, or both tests. BRAF only Cermline
(This selection only affects :

users across 6 of the 8 healthcare O Loty woTwc[w] Disgrams [ Oueone Sequencing THC MSI
systems. The er?qjusers h|gh|¥ valued MSI to Germhne et 3) Select protocols to be included in simulation. ¥ DGS¥ HC ¥ MSI Sensitivity of protocol 00.90% 80.56% 82.50%
the tool’'s capabilities to quantify and Patients newly Sequencing = | t Specificity of protocol 99.50% 00.08% 00.00%
prove “why a certain protocol would be diagnosed with FAQs Ll | oL ceses Snpecied o e mfied olonng i proteee e T T
: 5 octal = - Input (Base-Case) Reference 7 7 _ Numbper of mis Cases : 2. 2.2
ideal over another”, a_nd FO compare, | color = IHC with Double Somatic  Parameter Name  Description Value Vale  Range |pGs | mc | wst | Number of unexplained (negative LS germline testing) cases NA 4378 26.73
contrast, and customize implementation Number of CRC cases lost to follow up 0.00 0.00 0.00
efforts based on local experience. The MET with Doddide Sonaatic General Parameters Rext Gl Puctasto el (Base o) Vlues | | o
tool was deemed hlghly helprI {0 set up . Cohort size Number of patients with colorectal cancer (analytic colorectal cancer cases) 1,000 1,000 NA | Yes | Yes | Yes - FAQs Costs per program $040,000 $485.328 $568.051
a program or to expand upon an existin . | Costs per CRC ed $940 $485 $360

prog P P J MSIto Getmlme Time period Time period for analysis (corresponds to cohort size above per this specified time period) 1 Year | Year NA | Yes | Yes | Yes ' Cu:t: E: m;;;:ﬂﬁﬁﬁm 431365 $20 ﬂ:;:'.tz mj 088
program. Sequencing with Double | ’ ’ -
CONCLUSIONS: Somatic . Prevalence of LS Prevalence of Lynch Syndrome i Colorectal Cancer Population 0.03 0.03 2%4% | Yes | Yes | Yes
Outcome metrics, including program . .

Tumor Sequencmg to . . . . L .

costs to the healthcare system, are i d Note: IHC, immunohistochemistry; MSI, microsatellite instability.
. . L Germhne Sequencing
Important factors in organizational @

decision-making. However, most
decision tools do not incorporate local
costs and clinical data. This newly
developed tool, estimating outcomes
using system-specific data, has been

Previously developed CRC decision Generic user-friendly modeling tool that allows

e e e e analytic models comparing Input of local data and generates site-specific
across multiple healthcare systems in - =, -

iInforming and supporting local decision- effeCtlveneSS’ _COStS and eff|C|ency Output

making and implementation. of 8 LS screening protocols
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