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Distribution of 14 Oncogenes
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METHODS
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m Patients with advanced or metastatic NSCLC were
eligible for thls study if they rec_elved qntl—cancer Spearman Rank Correlation Matrix
therapy within 180 days after diagnosis. )
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1763 30.36 CONCLUSIONS

3483 59.98 m There are multiple ways (Pie Chart, Correlation
' Matrix, Volcano plot, etc.) to look at the co-
509 8.77 occurrence pattern among gene mutation.

m Each graphic presentation has its own merit. Pie
chart is helpful to have an overall view. Correlation
matrix helps to observe the strength of pairwise
correlation while volcano plot and scatter plot are
straightforward to recognize the pattern of mutual
exclusivity or co-occurrence.
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m The study results show that the 14 common

| | | | | oncogenes share weak correlation one to each
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