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@ Introduction

* Lung cancer remains one of the most frequently diagnosed cancers and the most
frequent cause of all cancer deaths globally;! early-stage diagnosis is crucial for
improving patient outcomes.?

* NGS techniques can identify an array of cancer driver mutations, thereby providing a
tumour-specific molecular profile.?

* Molecular profiling of tumours to guide personalised therapy can improve patient
outcomes compared with standard-of-care therapies.4’

* Further real-world evidence on NGS utilisation and its clinical impact on treatment
selection is required.

« WAYFIND-R (NCT04529122) is a global, prospective pan-cancer registry of patients with
a malignant solid tumour who have undergone NGS profiling, which collects long-term,
high-quality, real-world data on patient characteristics and outcomes.®-8

* We analysed anonymised data (Observation Medical Outcomes Partnership common
data model) from patients with lung cancer in the WAYFIND-R registry, describing
real-world treatment patterns.®

» Data were analysed within the trusted research environment of the WAYFIND-R Data
Sharing and Collaboration Platform.

Figure 1A. Patient attrition
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*Data cut-off: 13 June 2024; of these patients, 362 did not have complete baseline data and 722 did not have complete cancer information so were not included in this analysis.
TPatients with complete baseline data and complete cancer information. ¥The sum does not equate to the n of patients per disease status as patients could have multiple
treatments. NGS, next-generation sequencing; TX, treatment.

Figure 1B. Patient demographics and disease characteristics
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*Suppressed values are due to anonymisation of the database. TInformation not allowed to be collected in specific countries. ¥Statuses at current diagnosis.
ECOG PS, Eastern Cooperative Oncology Group performance status; NGS, next-generation sequencing.

Please contact the lead author at rdienstmann@vhio.net for permission to reprint and/or distribute. Presented at ISPOR Europe 2024,
17—20 November, 2024, Barcelona, Spain. The cut-off date for the data presented here is Jun 2024 vs Feb 2024 for the abstract;
therefore, the data between the two differs slightly.
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Figure 2A. Median time (days) from the date of NGS test result to initiating first-line TX
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*n is the number of patients in each category. TNumbers in the bar chart are median time (days). *Suppressed values are due to anonymisation of the database.
CIMT, cancer immunomodulating therapy; CT, chemotherapy; ET, endocrine therapy; NGS, next-generation sequencing; TX, treatment.

Figure 2B. Prevalence of known oncogenic targets in lung cancer according to type of alteration
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CIMT, cancer immunomodulating therapy; CT, chemotherapy; ET, endocrine therapy; NGS, next-generation sequencing; TX treatment.

Patient attrition and demographics are shown in Figures 1A and B, respectively.
Median age at diagnosis was 65 years (range: 26—90 years).

Of the 365 patients with metastatic/recurrent disease with treatment data available,
40.3% received first-line therapy before NGS test results were available (treatment
before NGS results) and 59.7% received first-line therapy after NGS test results were
available (treatment after NGS results).

Most NGS testing was performed in tissue samples (78.0%); median time from diagnosis
to NGS results was 269 days for patients with treatment before NGS results and 24 days
for patients with treatment after NGS results.

Figure 2A shows the median time between NGS results and initiation of treatment.

The targetable oncogenic driver alterations in lung cancer are shown in Figure 2B.
EGFR and KRAS were the most frequently detected genes, particularly of the single
nucleotide variant type.

Overall, 21.0% of patients were discussed by molecular tumour boards.

For treatment before NGS test results and treatment after NGS test results, respectively,
first-line therapy was chemotherapy alone in 51.9% and 33.3% of patients;
chemotherapy plus cancer immunomodulating therapy in 21.7% and 24.8%; cancer
immunomodulating therapy alone in 10.0% and 15.3%; and targeted therapy in 15.4%
and 26.6% (Figure 3).

@) Conclusions

In this cohort of lung cancer patients, a larger proportion of patients, including in those with
recurrent/metastatic disease (43.0%), received first-line treatment after NGS results than
before NGS results were available.

More patients received cancer immunomodulating or targeted therapy in the group that had
access to NGS test results before starting treatment compared with those who started
treatment without these test results.

For patients who started treatment before receiving NGS results, the time to initiating first-
line targeted therapy was long (median 291 days). A higher proportion of patients who began
their treatment before obtaining NGS results continued with targeted therapies in subsequent
lines compared with those who started treatment after receiving NGS results.

WAYFIND-R registry data will allow further studies on real-world NGS use and how it
Impacts treatment decisions and patient outcomes in routine cancer care through the
research platform environment.
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