
• A web application was developed in R using the R-Shiny

package, adapting and modifying functions from the

"metaSurvival" package to suit this platform

• The application is initially loaded with default data, but

users can upload custom data in a specified format to

conduct their own analyses

• The deployment of the tool took place via a Docker

container on Amazon Web Services (AWS), fortified with

Secure Sockets Layer (SSL) certificates.

• User authentication was managed by Auth0. Notably,

any data uploaded during an active session is transient,

existing only for that duration and not persisting on any

server

• Several methods have been suggested to derive a

summary survival curve from published survival data.

The simplest involves pooling survival probabilities

reported at the same time points, either through fixed

effect univariate methods or random effects.

Heterogeneity impact is measured using statistics like I-

squared and H-squared

• The summary probabilities are obtained by multiplying

the pooled estimates, eliminating the need for

assumptions about the survival curve's shape

• The domain of statistical techniques for meta-analysis in

survival studies has primarily centered on pooling studies

that compare two arms with a primary focus on evaluating a

collective measure of the intervention's impact

• In recognizing this limitation, there is a growing awareness

that pooled survival probabilities for each arm can offer

valuable complementary information to better understand

the variation of the intervention’s effect

• Furthermore, the epidemiological studies often involves the

assessment of the risk of time-dependent outcomes in

specific populations and there is a need for methods that

go beyond conventional metrics and offer an understanding

of the survival curves in a single population. Hence,

enhance the comprehensiveness of meta-analytical

approaches
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In conclusion, our mission to create a user-friendly web-based framework for the 'metaSurvival' package has been achieved. By

deploying it in the open-source domain, we've paved the way for seamless accessibility. Researchers can now harness the power

of 'metaSurvival' with ease, opening new avenues for advanced survival analysis. This marks a significant step towards

democratizing robust analytical tools and fostering collaborative research endeavors.

Conclusion

Background

• The goal is to create a web-based framework for the

"metaSurvival" R package, ensuring easy access and user-

friendliness within the open-source domain

• The initiative aims to enhance the utility of the package,

particularly for researchers who may not have extensive

coding or statistical software expertise

Objective

Methodology

• This web-based tool, accessible at 
https://metasurvival.survlytics.com/, has been deployed as an 

open-source platform. It allows for the execution of multiple 

sensitivity analyses by excluding specific studies from the 

meta-analysis

• The tool provides outputs such as heterogeneity testing,

median survival, restricted mean survival, and pooled

survival probabilities. Both fixed and random effect models

are incorporated into the results

• The results also explore the goodness-of-fit statistic,

Heterogeneity-Q, describes the variability among the studies

in the analysis. The H-squared and I-squared values further

indicate the degree of heterogeneity. These metrics are

essential for understanding how well the studies align and

contribute to the overall findings

• Users can easily download all analysis outputs in Excel and

various formats for seamless reporting

Results
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Figure 1: Pooled Kaplan-meier plot 

(fixed-effect)

Figure 2: Pooled Kaplan-meier plot 

(Random-effect)

Table 1: Pooled tabular results 
(fixed-effect)

Table 2: Pooled tabular results 

(Random-effect)
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