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We undertook a cost-effectiveness analysis (CEA) to compare a large Next-generation sequencing (NGS) panel (FOne panel, 324 genes) versus a 87 gene
home-based NGS panel (CTRL) in cancer patients.

Objective
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Results
 Patients characteristics
• Among the 339 patients randomized, 163 patients (79 for Fone and 84 for

CTRL) were eligible for the economic analysis (failure of analysis n = 18,
death before MTB n = 58, no new treatment line post-MTB#1 n = 100). (cf.
Table 1).

 Costs assessment
• In the final analysis, mean total cost was €22,472 (std: 10,885) for FOne

panel vs €21,098 (std: 15,900) for CTRL panel. (cf. Table 2).
 ICERs

ICERs were €80,732 per Life Year Gained and €17,705 per % of targeted
therapy initiated. (cf. Table 3). The probability of the ICER belonging to each
quadrant of the CE plane was the highest for the Northeast quadrant for which
the Fone was both more costly and more effective than CTRL. (cf. Figures 1a
and 1b).

 Study population
• The CEA was designed as part of the multicenter, randomized, prospective

Profiler 02 study.
• Patients with advanced/metastatic solid tumors without known targetable

gene alteration were randomized during their 1st or 2nd line therapy in the
metastatic setting. Both panels were performed for each patients, the
randomization arm defined the first panel to be reviewed by dedicated
molecular tumor board (MTB) at time of progression while the 2nd panel
remain blinded.

 Comparative interventions
• Tumor-based genomics according to the 324 cancer related genes NGS

panel from Foundation One (Arm A) vs. Tumor-based genomics according to
Control NGS panel 87 cancer related genes (Arm B).

 Collection of the cost data
• Costs were assessed from the French National Health perspective limited to

expenditures in cancer centres and teaching hospitals (n = 11) until 12
months after initiation of a new anti-cancer treatment.

Methods
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• Updated data were available since abstract submission.
• Individuals consumptions were provided by local hospital Discharge

database.
• Costs were expressed in 2020 euros using the international Classification

of Individual Consumption by Purpose (COICOP 06.3.0.0 - Hospital
services).

• Multiple imputations (m = 30) were used to handle missing data. The
results were provided using all covariates (patients characteristics and
outcomes).

 Incremental Cost-Effectiveness Ratios (ICERs)
• ICERs were expressed in cost per life year gained and in cost per % of

patients for which a molecularly-targeted therapy was initiated.
 Uncertainty
• Uncertainty around the ICERs was captured by a probabilistic sensitivity

analysis (PSA) using a non-parametric bootstrap method.

Costs (in €, 2020)

Fone Arm
(n = 79)

CTRL Arm
(n = 84) P-value 

Mean (SD) Mean SD

Complete hospitalisation1 9,663 (6,506) 10,628 (10,463)

Hospital at home1 2,216 (7,500) 3,281 (10,250)

Expensive drug1 3,597 (6,848) 3,511 (6,176)

External consultations at
hospital1

274 (490) 300 (510)

NGS1 5,469 - 2,206 -

Medical device1 22 (131) 139 (957)

Transportation1 1,183 (919) 1,325 (1,144)

Total 1 22,424 (11,651) 21,389 (18,652) 0.0475

Total 2 22,472 (10,885) 21,098 (15,900) 0.0848

Table 2: Mean costs per patient

Table 1: Patients characteristics

Figure 1a: PSA (Life year)

1 Results for complete case analysis. missing data : n = 24 for Fone and n = 11 for CTRL.
2 Results after multiple imputation for missing data.

Patients characteristics
Fone Arm
(n = 79)

CTRL Arm
(n = 84)

P-value 

Clinical characteristics at inclusion

Male N (%) 43 (51%) 30 (38%) 0.090 

Age  median (min-max) 60 (19-85) 54 (25-81) 0.154 

Incurable disease 47 (56%) 51 (65%) 0.262

De novo metastatic disease 51 (61%) 54 (69%) 0.309

Management before inclusion

Prior radiotherapy 44 (52%) 44 (53%) 0.920 

Prior systemic treatment 37 (44%) 32 (40%) 0.647

Prior surgery 68 (81%) 65 (82%) 0.827

Fone Arm
(n = 79)

CTRL Arm
(n = 84)

Mean difference in 
cost or 

effectiveness
ICERs

Mean cost (€, 2020) 22,472 21,098 1,374 -

Life year 0.674 0.657 0.0170 80,732

% of targeted therapy initiated 0.304 0.226 0.0776 17,705

Table 3: ICERs

Figure 1b: PSA (% of targeted therapy initiated)

• Updated data were available since abstract submission and conclusions are concordant: the ICERs belonging to each quadrant of the cost-effectiveness plane
were the highest for the Northeast quadrant for which the Fone was both more costly and more effective. Results were robust at 50% for % of targeted therapy
initiated.

• As expenditures were limited to cancer centres and teaching hospitals, an additional study have to be performed using the National Health Data System
(SNDS) with longer time horizon to confirm our results.

Conclusions


