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CONCLUSIONS

This study demonstrates the significant potential of GenAl to transform the end-to-end ITC workflow in HTA submissions using first-line HCC as a proof-of-concept application

GenAl, when integrated with established NMA platforms and subject to structured expert validation, represents a reliable, efficient, and scalable augmentation tool for HTA-grade ITC analyses, formatting, and clinical contextualization

GenAl-generated feasibility assessments and structured reports demonstrated 80-90% usability, with only ~10% requiring human refinement for clinical nuance and contextual interpretation

Expert reviewers confirmed that GenAl outputs were accurate, submission-ready, and minimally intervention-dependent

While human oversight remains essential - particularly for clinical interpretation and regulatory nuance - this study establishes a robust framework for Al-assisted evidence synthesis that can meaningfully improve the quality, transparency, and timeliness of health technology assessments across therapeutic areas
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