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Background Results Key Findings

* Consistent with the literature, Black/African American patients were
diagnosed at a younger median age (69 years) compared with White
patients (74 years) and had a higher proportion of stage IV disease at
diagnosis (88.5% vs 86.6%).

 HRR testing uptake increased substantially over time, rising from <5%

* Prostate cancer is marked by persistent racial inequities, with Black men
experiencing earlier onset, more advanced disease at diagnosis, and Figure 1. Overall HRR Testing Rates by Year (n=26,789)
higher mortality compared with White men.?
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 Study Design: Retrospective observational cohort study Year Strengths & LimitatiOnS

« Data Source: iIKnowMed, an oncology-specific electronic health record
(EHR) system that captures outpatient practice encounter histories for
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